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T 4 FE ¢ Matrix-Assisted Laser Desorption Ionization Time of Flight Mass Spectrometry
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1. BB 0 B 3 B B BT % B2 ( Matrix-Assisted Laser Desorption/lonization, MALDI)
2. FHBEA : Laser, 355 nm K&
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[ &F (Reflector TOF) 5 =X A &% e 17 BB B 2 320 2 43 6 7] # 17 TOF/TOF #% = -

2. H% (Linear TOR)B X T » & & M #7 fZ 7] K7 1200 FWHM (Cytochrome C, m/z 12,361) 5 &

f& 500 fmol BSA (m/z 66,000) at S/N > 100:1

4. K 5 (Reflector TOF)#: =X T » & & & # & 7] K 40,000 FWHM (Somatostatin 28,m/z
3,147.47) 5 EE : 250 amol [Glul]-Fibrinopeptide B at S/N > 200:1
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